SEQUENCE LISTING 



<110> TAYLOR, Catherine, et al . 

<120> DNA ENCODING APOPTOSIS - INDUCED EUCARYOTIC INITIATION FACTOR- 5 A AND 
DEOXYHYPUS I NE SYNTHASE AND A METHOD FOR CONTROLLING APOPTOSIS IN ANIMALS 
AND HUMANS 

<130> 10799/13 

<140> 09/909,796 
<141> 2001-07-23 

<160> 21 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1139 
<212> DNA 
<213> Rodent 

<220> 
<221> CDS 

<222> (33) . . . (497) 
<400> 1 

caggtctaga gttggaatcg aagcctctta aa atg gca gat gat ttg gac ttc 53 

Met Ala Asp Asp Leu Asp Phe 



gag aca gga gat gca ggg gcc tea gec acc ttc cca atg cag tgc tea 
Glu Thr Gly Asp Ala Gly Ala Ser Ala Thr Phe Pro Met Gin Cys Ser 



gca tta cgt aag aat ggt ttt gtg gtg etc aag ggc egg cca tgt aag 
Ala Leu Arg Lys Asn Gly Phe Val Val Leu Lys Gly Arg Pro Cys Lys 



ate gtc gag atg tct act teg aag act ggc aag cat ggc cat gcc aag 
lie Val Glu Met Ser Thr Ser Lys Thr Gly Lys His Gly His Ala Lys 



gtc cat ctg gtt ggt att gat att ttt act ggg aag aaa tat gaa gat 
Val His Leu Val Gly lie Asp lie Phe Thr Gly Lys Lys Tyr Glu Asp 



ate tgc ccg teg act cat aac atg gat gtc ccc aac ate aaa agg aat 
lie Cys Pro Ser Thr His Asn Met Asp Val Pro Asn lie Lys Arg Asn 



gat ttc cag ctg att ggc ate cag gat ggg tac eta tec ctg etc cag 
Asp Phe Gin Leu lie Gly lie Gin Asp Gly Tyr Leu Ser Leu Leu Gin 
90 95 100 



1 



gac agt ggg gag gta cga gag gac ctt cgt ctg cct gag gga gac ctt 
Asp Ser Gly Glu Val Arg Glu Asp Leu Arg Leu Pro Glu Gly Asp Leu 
105 110 115 



389 



ggc aag gag att gag cag aag tat gac tgt gga gaa gag ate ctg ate 437 

Gly Lys Glu lie Glu Gin Lys Tyr Asp Cys Gly Glu Glu lie Leu lie 
120 125 130 135 

aca gtg ctg tec gec atg aca gag gag gca get gtt gca ate aag gee 485 

Thr Val Leu Ser Ala Met Thr Glu Glu Ala Ala Val Ala lie Lys Ala 

140 145 150 

atg gca aaa taa ctggcttcca gggtggcggt ggtggcagca gtgatccatg 537 
Met Ala Lys * 



agectacaga ggcccctccc ccagctctgg ctgggccctt ggctggactc ctatccaatt 597 
tatttgacgt tttattttgg ttttcctcac cccttcaaac tgteggggag accctgccct 657 
tcacctagct cccttggcca ggcatgaggg agccatggcc ttggtgaagc tacctgcctc 717 
ttctctcgca gecctgatgg gggaaaggga gtgggtactg cctgtggttt aggttcccct 777 
ctcccttttt ctttttaatt caatttggaa tcagaaagct gtggattctg gcaaatggtc 837 
ttgtgtcctt tatcccactc aaacccatct ggtcccctgt tctccatagt ccttcacccc 897 
caagcaccac tgacagactg gggaccagcc cccttccctg cctgtgtctc ttcccaaacc 957 
cctctatagg ggtgacaaga agaggagggg gggaggggac acgatccctc ctcaggcatc 1017 
tgggaaggee ttgcccccat gggctttacc ctttcctgtg ggctttctcc ctgacacatt 1077 
tgttaaaaat caaacctgaa taaaactaca agtttaatat gaaaaaaaaa aaaaaaaaaa 1137 
aa 1139 

<210> 2 

<211> 154 

<212> PRT 

<213> Rodent 

<400> 2 

Met Ala Asp Asp Leu Asp Phe Glu Thr Gly Asp Ala Gly Ala Ser Ala 

15 10 15 

Thr Phe Pro Met Gin Cys Ser Ala Leu Arg Lys Asn Gly Phe Val Val 

20 25 30 

Leu Lys Gly Arg Pro Cys Lys lie Val Glu Met Ser Thr Ser Lys Thr 

35 40 45 

Gly Lys His Gly His Ala Lys Val His Leu Val Gly lie Asp lie Phe 

50 55 60 

Thr Gly Lys Lys Tyr Glu Asp lie Cys Pro Ser Thr His Asn Met Asp 
65 70 75 80 

Val Pro Asn lie Lys Arg Asn Asp Phe Gin Leu lie Gly lie Gin Asp 

85 90 95 

Gly Tyr Leu Ser Leu Leu Gin Asp Ser Gly Glu Val Arg Glu Asp Leu 

100 105 110 

Arg Leu Pro Glu Gly Asp Leu Gly Lys Glu lie Glu Gin Lys Tyr Asp 

115 120 125 

Cys Gly Glu Glu lie Leu lie Thr Val Leu Ser Ala Met Thr Glu Glu 

130 135 140 

Ala Ala Val Ala lie Lys Ala Met Ala Lys 
145 150 



2 



<210> 3 
<211> 462 
<212> DNA 
<213> Rodent 

<400> 3 



sss sse i~s £SE s=g s 

atgacagagg aggcagctgt tgcaatcaag gccatggcaa aa gtctgcc 420 

<210> 4 

<211> 462 

<212> DNA 

<213> Rodent 

<220> 

<221> misc_feature 
<222> (1) . . . (462) 
<223> n = A,T,C or G 

lllliisiiiliiss 
iiliiiiiipsssil 



<210> 5 
<211> 462 
<212> DNA 
<213> Rodent 

<400> 5 



s=s ~ - - 

at g a=a 3 a 9g a gg ca g =^ gt 9cXSaa ll ^ «» 

<210> 6 
<211> 606 
<212> DNA 
<213> Rodent 

<220> 



3 



<221> CDS 

<222> (1) . . . ( 456) 

<400> 6 



get gtg tat tat tgg qcc cat aso = a „ „ 

r v. Tyr Tyr 5 2 2 2 2 2 2 2 % - - « 

5 10 



15 



2 2 2 2 S 2 £ ss z 2 2 2 2 2 2 - 
2 2 2 2 2 2 2 2 2 2 2 5 2 2 £ 2 "« 
2 2 2 2 2 2 2 " 9 2 2 2 2 s" 2 2 2 192 

55 60 

z z s ^ ^ hL c xi: s a c r r aac ctc atg c - - -° 

65 Y 70 13 Ile Ala Asn Ala Asn Leu Met Arg Asn 

75 80 

2 2 2 2 2 2 - 2 £ 2 2 2 2 2 q - - 

2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 



no 



2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 



125 



336 



384 



432 



- i S 2 2 2 s 2 2 2 2 2 2 2 2 2 

■ Lib 140 

2 2 2 s 2 2 G 2 2 2 9 " 9 "^ — g9ag 9 « t ct gc =a 48£ 

145 ISO 

222: 222= 22i2 222: ctcto =" 99 -~ »« 

9 ggttt ctgtaaaaaa aggactttaa aaaaaaaaaa 606 



<210> 7 
<211> 151 
<212> PRT 
<213> Rodent 

<400> 7 

Ala Val Tyr Tyr Trp Ala His 



Lys Asn His Ile Pro Val Leu Ser Pro 



Ala Leu Thr Asp Gly Ser Leu Gly Asp Met lie Phe Phe His Ser Tyr 

20 25 30 

Lys Asn Pro Gly Leu Val Leu Asp lie Val Glu Asp Leu Arg Leu He 

35 40 45 

Asn Met Gin Ala He Phe Ala Lys Arg Thr Gly Met He He Leu Gly 

50 55 go 

Gly Gly val Val Lys His His He Ala Asn Ala Asn Leu Met Arg Asn 

70 75 80 

Gly Ala Asp Tyr Ala Val Tyr He Asn Thr Ala Gin Glu Phe Asp Gly 

85 90 95 

Ser Asp Ser Gly Ala Arg Pro Asp Glu Ala Val Ser Trp Gly Lys He 

100 10 5 HO 

Arg Met Asp Ala Gin Pro Val Lys Val Tyr Ala Asp Ala Ser Leu Val 
115 120 



Arg Ala Glu Lys Asn Glu Asp 
145 150 



Phe Pro Leu Leu Val Ala Glu Thr Phe Ala Gin Lys Ala Asp Ala Phe 
130 135 140 



<210> 8 
<211> 453 
<212> DNA 
<213> Rodent 

<400> 8 

iTctlT t aCtgg9CCCa ^aaccac atccctgtgt ttagtcccgc acttacagac 60 
ggctcgctgg gcgacatgat cttcttccat tcctacaaga acccgggcct ggtcctqqac 120 
atcgttgagg acctgaggot catcaacaca oaggccatct ttgccalgtg cttgggStg 
atcattctgg gcgggggcgt ggtcaagcac cacattgcca atgccaacc catgcg^aac 240 
ggggccgact acgctgttta catcaacaca gcccaggagt ttgatggctc tgactcaggt 300 
qtctat a : c C S aC9aggCt3t CtCCtggggc aagatccggg tggatgcaca gcccgtcSg 360 
gtctatgctg acgcctccct ggtcttcccc otgcttgtgg ctgaaaoctt tgcccagaag 420 
atggatgcct tcatgcatga gaagaacgag gac y^ccagaag 420 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<221> misc_feature 
<222> (1) . . . (20) 
<223> n = A,T,C or G 

<400> 9 

tcsaarachg gnaagcaygg ^ 

<210> 10 
<211> 42 
<212> DNA 
<213> Rodent 

<220> 



5 



<223> Primer 
<400> 10 

gcgaagcttc catggctcga gttttttttt tttttttttt tt 

<210> 11 
<211> 972 
<212> DNA 
<213> Rodent 

<220> 

<221> CDS 

<222> (1) . . . (330) 



teg aag acc ggt aag cac ggc cat gec aag gtc cat ctg gtt ggt att 
Ser Lys Thr Gly Lys His Gly His Ala Lys Val His Leu V al Gly lie 
5 10 15 

gat att ttt act ggg aa g aaa tat gaa gat ate tgc ccg teg act cat 
Asp lie Phe Thr Gly Lys Lys Tyr Glu Asp lie Cys Pro Ser Thr His 
20 25 30 

aac atg gat gtc ccc aac ate aaa agg aat gat ttc cag ctg att aac 
Asn Met Asp Val Pro Asn He Lys Arg Asn Asp Phe Gin Leu lie Gly 
35 40 45 

p? 9 ^ ^ tCC Ct9 CtC Cag 9 ac a 9t 999 gag gta cga 

He Gin Asp Gly Tyr Leu Ser Leu Leu Gin Asp Ser Gly Glu Val Arg 
50 55 60 

Glu r Ct9 939 " a 9aC C " g 9 C aa 9 9ag att gag cag 

Glu Asp Leu Arg Leu Pro Glu Gly Asp Leu Gly Lys Glu He Glu Gin 

5 70 75 80 

aag tat gac tgt gga gaa gag ate ctg ate aca gtg ctg tec qcc ata 
Lys Tyr Asp Cys Gly Glu Glu He Leu He Thr Val Le2 Ser 111 Met 



90 



Sr 111 ct 9 ?f 9CC atg 9ca aaa taa 

Thr Glu Glu Ala Ala Val Ala He Lys Ala Met Ala Lys * 
100 



105 



144 



ctggcttcca gggtggcggt ggtggcagca gtgatccatg agectacaga ggeccetcce 390 
ttttcctc" Ct9g9CCCtt 9gCt ^ CtC ctatccaatt tatttgacgt «tattttgg 450 
ttttecteac cecttcaaae tgteggggag aecctgccct tcacetaget eccttggcca 510 
ggeatgaggg agecatggce ttggtgaage tacctgcetc ttctctcgca gecctgatgg 570 
eSttta 99 : 9 : 999taCtg "tgtggttt aggtteccet cteccttttt ctttttaatt S30 
caatttggsa tcagaaaget gtggattctg gcaaatggte ttgtgtcett tatcecactc 690 
aaacccatct ggtceectgt tctccatagt eetteacccc caagcaccac tgacagaetg 50 
gggaccagee ecettceetg cetgtgtctc ttcccaaaee ectctatagg ggtgSaaoa 810 
agaggagggg gggaggggac acgatccete eteaggcate tgggaaggee Scccccat 870 

HSctac. TJTT f " CtttCtCC « g .cac.tt tgtLS caa^cctg 
taaaactaca agtttaatat gaaaaaaaaa aaaaaaaaaa aa 972 

<210> 12 



6 



<211> 109 
<212> PRT 
<213> Rodent 



<400> 12 

Ser Lys Thr Gly Lys His Gly His 

1 5 
Asp lie Phe Thr Gly Lys Lys Tyr 
20 

Asn Met Asp Val Pro Asn lie Lys 

35 40 
lie Gin Asp Gly Tyr Leu Ser Leu 

50 55 
Glu Asp Leu Arg Leu Pro Glu Gly 
65 70 
Lys Tyr Asp Cys Gly Glu Glu lie 
85 

Thr Glu Glu Ala Ala Val Ala lie 
100 



Ala Lys Val His Leu Val Gly He 

10 15 
Glu Asp He Cys Pro Ser Thr His 
25 30 
Arg Asn Asp Phe Gin Leu He Gly 
45 

Leu Gin Asp Ser Gly Glu Val Arg 
60 

Asp Leu Gly Lys Glu He Glu Gin 

75 80 
Leu He Thr Val Leu Ser Ala Met 

90 95 
Lys Ala Met Ala Lys 
105 



<210> 13 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 13 

caggtctaga gttggaatcg aagc 24 



<210> 14 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 14 

atatctcgag ccttgattgc aacagctgcc 

<210> 15 
<211> 489 
<212> DNA 



30 



<213> Rodent 

<220> 

<221> CDS 

<222> (33 ) . . . (485) 

<400> 15 

caggtctaga gttggaatcg aagcctctta aa atg gca gat gat ttg gac ttc 53 

Met Ala Asp Asp Leu Asp Phe 
1 5 



gag aca gga gat gca ggq qcc tea anr anr< t- f- 

oiu Thr ai flsP M . ^ La s" z: £ n: e - - - 

15 20 

gca tta cgt aag aat ggt ttt gtg gtg etc aag ggc egg cea tat aaa 
Ala Leu Arg Lys Asn Gly Phe Val Val ^ ^ ^ ^ cc. tgt aag 

30 35 

65 7Q 

ate tgc ccg teg act cat aac atg gat gtc ccc aae *m aa 

ne Cys Pro s Thr His Asn ^ l p ^ - - «c aaa a, g 

80 85 

C e s s; s % s: s ~ s? - - ^ s - - 

S E S? S E 5 S E E S 2! E ~ S5 Z E 

I - ss s: s s £ e is" s s s: s ;s s s 

S !S S se" K S E S S E K E is S £ K ' 



140 



145 

cgag 

<210> 16 
<211> 151 
<212> PRT 
<213> Rodent 



Met Ala Asp Asp Leu Asp Phe Glu Thr Gly Asp Ala Gly Ala Ser Ala 
Thr Phe Pro Met Gin Cys Ser Ala Leu Arg Lys Asn Gly Phe Val Val 
Leu Lys Gly Arg Pro Cys Lys lie Val Glu Met Ser Thr Ser Lys Thr 
Gly Lys His Gly His Ala Lys Val His Leu Val Gly lie Asp He Phe 
Thr Gly Lys Lys Tyr Glu As'p lie Cys Pro Ser Thr His Asn Met Asp 
Val Pro Asn lie Lys Arg Asn Asp Phe Gin Leu Ile Gly Ile Qln ^ 



85 

Gly Tyr Leu Ser Leu Leu Gin Asp 
100 

Arg Leu Pro Glu Gly Asp Leu Gly 
115 120 
Cys Gly Glu Glu He Leu He Thr 

130 135 
Ala Ala Val Ala He Lys Ala 
145 i5o 



90 95 
Ser Gly Glu Val Arg Glu Asp Leu 
105 no 
Lys Glu He Glu Gin Lys Tyr Asp 
125 

Val Leu Ser Ala Met Thr Glu Glu 
140 



<210> 17 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 17 

gtctgtgtat tattgggccc 

<210> 18 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 18 

gcgaagcttc catggctcga gttttttttt tttttttttt tt 

<210> 19 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 19 

ttgaaggggt gaggaaaa 

<210> 20 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 20 

ttgagtggga taaag 



9 



<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 21 

aatcatctgc cattttaa 18 



10 



